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Now please input a file exactly named ‘TF-TF'. If the file not
named properly,

Please try
. ain...

| BI0Rpioneer. .
TRSTE file: Failed!

the system would report the mistake and you need to input a
correct file again.
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Loading Gene
fo...

TF-TF file: Donel:
TFrGen?r?Ie: Donel

Input file ‘Gene Info'.




Loading TU
fo...

Qb one!
TF-Gene file: Done!
Gene Info file: Done!

Input file “TU info’.

Loading
poter Info...

TF-TF file: Done!.
TF-Gene file. Done!
Gene Info file: Done!

TU Info file: Done!

| | A
Input file ‘Promoter Info’.




' ll'lfo one!
Write out Info: Done!

Copy Promoter Sequ. Here! f21e]| 3

orw- |M..a: Done!
Write out'Info: Donel

Copy Gene Sequ. Here! DONE

Please enter a Gene sequence.




$>Hello iGEM!
$>

Sleepy?

"Analyse" panel analyses the change pattern of the network

$>Hello iGEM!
$>

Analyse

Sleepy?

"Predict" panel predicts the new gene’s regulation
relationship with the network




$>Hello iGEM!
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Analyse Predict

Sleepy?

$>Hello iGEM!
$>
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Analyse Predict

Sleepy?

"Show" function provides visual output.




$>Hello iGEM!
$>
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Analyse Predict

Sleepy?

Click "Add" to input the expected express level of the original
gene.

7 ; UIW: l: Done!
,? Write out Info: Done!
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If no promoter sequence or gene sequence were entered,




ter Info: Done
Wrn:mw' Done!

FTGGATGAACTATACAAATAA |

then the analyse function would be unavailable while predict
function still functions normally.

$>Hello iGEM!
3>
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Analyse Predict _

Sleepy?

SNRP

then the analyse function would be unavailable while predict
function still functions normally.




$>Initialize sequence:
1742

$>Initialize sequence:
1743 e
$>Initialize

; ."..se;uen*a:

$>Initialize s,&'u*o:
1746 l
$>Construct New GRN...

P
Anglyse Predict

Constructing New GRN...

24

Cilck "Analyse" to analyse the. hétwork

$>67.
$>68.
$>69.
$>70.
$>71.
$>72.
$>73.
£>74.
$>75.
$>76.5 @ ‘
$>77.

5@
$>78.5 0 I ,L
Analyse Predict _

More information could be get in "Result"!

Check the real-time working status in the monitor




$>0utput No
regulation..
$>0Output No
regulation. ..
$>0utput No

$>outputiiNe.1795's |
regulation...
$>0utput No.l?%'?
regulation.. £ |
$>0Output No.¥797's
regulation..l !
Analyse Predict *

More information could be get in "Result"!

Click "Result" for the analysis output

Analyze

scone M

me:acrR
ID:ECKI!:

SBOL IT!

Stable ability indicates the stable points of the network.




Analyze

STABLE * *

DB - of EC[&l)ﬁnO

SBOL IT!

Select gene to see its concentration

Analyze

scone M

amafacrR
DB ID:ECK Lmnn

SBOL IT!

Check the genes proerties in detail.




Promoter Name:acgrp
Left Position:48#985
Right  EeSIitionees>632
ClicCi herehfo e I

RegulonDB

SBOLCHIP!

Click here to check the introduction of the gene in
"RegulonDB".
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o e iy

Gene Names ai:rR i
ID:ECKIMMU
ter Name:
Position:
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Output a SBOL file.
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new_GRN
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Seere

uncertain_database

$>0utput No.1792's
regulation...
$>0Output No.1793's r
regulation. «
$>0Outputy No.1

2.1795's |
regulation... .
$>0utput No.l??"?
regulation. £ ‘
$>0utput No.¥797's
regulation. l l

More information could be get in "Result™

SNRP

Click return to back to the previ.ous stage.




$>0utput No.1792's
regulation...
$>0utput No.1793's
regulation. «
$>0utputy No.1 i

.1795's ,
regulat:on...
$>0utput No. 1796?
regulation.. ‘
$>0utput No.¥797's

regulation. l !

Analyse Predict

Please add TARGET gene above!

Add gene and adjust the expresion péﬁern of the gene.

Analyze _ Predict

scone W

baeR Luw
L3

leuo->new
glpR

SBOL IT!

Here is the goal du want .




Analyze  Predict

scone WA

e g ECFlmmf)

SBOL IT!

$>new->rprA ©.614368
$>new->hokD -©.1806944
$>new->mltF
$>new->alaC
$>new->SroA
$>new->tbpas

$>neuws >th:Q
$>new->fldA

$>new->fldB
$>new->pgi ‘ 83

$>new->ribA L 0. 79&5
Analyse Predict —

More information could be get in "Result"!

Click "Show" to the visual data: platform.




|2 gNAP|Dlh_
Gene Regulatory Relationship

Reguilation

Gene 1D

SI’IGWHEQUIEIE] ShowConcen Showhet

Gene Regulatory Relationship

Requilation

Gene 1D

ShowReguiaton Show(gncen Showhet

Click "Show Concen" to show the change
and its image.
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gNAP | Concentration Spline

Concentration

Time

(=T

ShowRegulation ShowConcen ShowHet

Select the gene’s position and n—umber its properties will be
shown below.

B . oNAP|Data Analys

H 1900108 gNAP | Concentration Spline

Concentration

Time

‘ShowRegulation ShowConcen Showhet

Then click to view ifs;y.é.;‘ﬁange pattern.




gNAP | Concentration Spline

Concentration

Time:1747

(=T

ShowRequianon ShowConcen Showdiet

Click "Show Net" to show the i.h;-é_ge of the gene network’s
relationship.

$>new->rprA ©9.614368
$>new->hokD -©.180944
$>new->mltFE -9.183184
$>new->alaC . 618
$>new->sroA
$>new->thp,
$>new- >4l
$>new->thiQ
$>new->fldA
$>new->fldB In.
$>new->pgi 9.473

$>new->ribA L O. 79&5
Analyse Predict _

More information could be get in "Result™!

SNRP

Thank you.




